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Historically, the most important adverse risk factors for survival
after BMT for AML are Active disease (ActDis), poor-risk cyto-
genetics, and older age. High serum LDH at the time of diagnosis
is an adverse risk factor for survival for AML in the absence of
BMT, but has not been explored as a risk factor in setting of BMT.
We performed a multivariable analysis of these and other potential
risk factors for overall and progression-free survival. From August
1992 to July 2005, we treated 87 patients with AML, who also had
informative cytogenetic studies from the time of diagnosis, with
high-dose busulfan-containing preparative regimens and an HLA-
matched sibling BMT. The median age was 43 years (range 19 to
62). The median LDH level at the time of BMT was 204 U/L
(range 93-1555 U/L; normal 100-220 U/L). Forty-one patients
were in either ﬁrst (n 30) or second complete remission (n11;
CR). 46 patients were with ActDis were treated. The 87 patients
were then classiﬁed according to the SWOG/ECOG (Blood 96:
4075, 2000), MRC (Blood 92:2322, 1998), and CALGB (Blood
100:4325, 2002) cytogenetic classiﬁcation systems. With a median
follow-up of 56.0 months (range 4.5-107.8 months), the median
progression-free survival is 13.5 months for patients in CR1 and
4.1 months for patients in CR2. The progression-free survival of
patients with ActDis was 5.5 months. A Cox proportional hazards
analysis that included gender, age, LDH, disease status, all three
cytogenetic risk groups, preparative regimen, source of stem cells,
and CMV status was performed for overall and progression-free
survival. Signiﬁcant risk factors for shorter survival in univariate
analysis included male gender, LDH 330 U/L (but not LDH
220 U/L or per 100 U/L increase), and peripheral stem cells as
a source of hematopoietic reconstitution (n  7). Surprisingly, a
male donor to a male recipient was also an adverse risk factor
(p0.001). However, in multivariable analysis, only LDH 330
U/L (p0.002), source of stem cells (p0.019), and male donor to
male recipient (p0.001) remained as signiﬁcant adverse risk fac-
tors. In fact, patients with ActDis and an LDH  330 U/L had
similar survival to patients treated in remission, while patients with
ActDis and LDH  330 U/L had signiﬁcantly worse survival. We
conclude that high LDH (1.5X upper limit of normal) at the time
of BMT is a signiﬁcant adverse risk factor for survival after BMT
for AML.
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NOD2/CARD15 GENE SINGLE NUCLEOTIDE POLYMORPHISMS ARE AS-
SOCIATED WITH SIGNIFICANT INCREASES IN MORTALITY DUE TO
INCREASES IN DISEASE RELAPSE IN RECIPIENTS OF AN UNRELATED
DONOR HAEMATOPOIETIC STEM CELL TRANSPLANT FOR ACUTE LEU-
KAEMIA
Mayor, N.P.1,2, Shaw, B.E.1, Hughes, D.A.2, Maldonado-Torres, H.1,2,
Madrigal, J.A.1,2, Keshav, S.3, Marsh, S.G.E.1,2 1Anthony Nolan Re-
search Institute, London, United Kingdom; 2Department of Haematol-
ogy, Royal Free and Univeristy College London School of Medicine,
London, United Kingdom; 3Department of Medicine, Royal Free and
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SNPs of the Nucleotide-binding Oligomerisation Domain 2/
Caspase Recruitment Domain 15 (NOD2/CARD15) gene, are
implicated in inﬂammatory disorders, particularly Crohn’s Dis-
ease, Blau syndrome and in the onset and pathogenicity of malig-
nant diseases. NOD2/CARD15 SNPs have also been implicated
with signiﬁcant increases in Transplant Related Mortality and
clinically signiﬁcant acute Graft versus Host Disease post-Haema-
topoietic Stem Cell Transplant (HSCT).
NOD2/CARD15 genotyping was performed on 196 patients
diagnosed with Acute Leukaemia and their volunteer Unrelated
Donors (UD). Transplants occurred between 1996 and 2003 at 25
UK transplant centres. Diagnoses were Acute Lymphoblastic Leu-
kaemia (98/196, 50%) and Acute Myeloid Leukaemia (98/196,
50%). Recipients and donors were a 10/10 HLA allele match
(HLA-A, -B, -C, -DRB1, and -DQB1) in 64% of pairs. Of these,
16% were a 12/12 HLA allele match (also matched at HLA-
DPB1). Myeloablative conditioning regimens were used in 78% of
cases. T-cell depletion was included in 83% of conditioning pro-
tocols, mostly using in-vivo alemtuzumab. Peripheral blood stem
cells were used as a graft in 19% of transplants, with the remaining
81% using bone marrow. Two forms of post-transplant immuno-
suppression predominated, Cyclosporine A and Methotrexate
(47%) and Cyclosporine A alone (31%).
SNPs of the NOD2/CARD15 gene within an UD-HSCT pair
resulted in a signiﬁcant increase in disease relapse and mortality.
The estimated two-year incidence of disease relapse was 43% in
wild type pairs as compared to 70% in pairs with NOD2/CARD15
SNPs (Log rank, P0.0003). The estimated three-year overall
survival was 22% and 44% for pairs with and without NOD2/
CARD15 polymorphisms respectively (Log rank, P0.0087).
These ﬁndings persisted in multivariate analysis. NOD2/CARD15
genotype was found to be the most signiﬁcant factor for an adverse
outcome other than being transplanted in a disease stage of relapse.
In contrast to previous ﬁndings, the presence of NOD2/
CARD15 SNPs in an Acute Leukaemia UD-HSCT pair results in
a signiﬁcant increase in disease relapse and subsequently a decrease
in mortality. These novel data show an important role for NOD2/
CARD15 genotyping in transplantation and suggest a possible
effect of the NOD2 protein in alloreactivity and tumour surveil-
lance. Genotyping recipients and donors prior to transplant may
allow for prediction of transplant outcome, and thus present crit-
ical information for donor selection.
LYMPHOMA/MULTIPLE MYELOMA
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TWO-YEAR FOLLOW-UP RESULTS AT THE M.D. ANDERSON HOSPITAL
WITH REDUCED-INTENSITY ALLOGENEIC STEM CELL TRANSPLANTA-
TION WITH FLUDARABINE-MELPHALAN AS PREPARATIVE REGIMEN IN
RELAPSED/REFRACTORY HODGKIN’S LYMPHOMA
Anderlini, P.1, Saliba, R.1, Acholonu, S.1, Giralt, S.A.1, Khouri, I.F.1,
Andersson, B.1, De Lima, M.1, Hosing, C.1, Champlin, R.E.1 1M.D.
Anderson Hospital, Houston, TX.
Fifty-eight patients with relapsed or refractory Hodgkin’s lym-
phoma (HL) underwent allogeneic stem cell transplantation (allo-
SCT) following a reduced-intensity conditioning (RIC) regimen
from a matched related donor (MRD; n25) or a matched unre-
lated donor (MUD; n33). The median age was 32 years (range
19-59). Forty-eight (83%) patients had received a prior autologous
(auto) SCT. The median time to progression after auto-SCT was
ﬁve months (1-34). Disease status at SCT was sensitive relapse
(n30) or refractory relapse (n28).The conditioning regimen
employed was ﬂudarabine (125-130 mg/m sq over 4-5 days), mel-
phalan (140 mg/m sq IV over 2 days) (FM) and antithymocyte
globulin (thymoglobulin 6 mg/kg over 3 days) was added for the
most recent fourteen MUD transplants. Chimerism studies indi-
cated 100% donor-derived engraftment in all patients (100%).
Cumulative 100-day and 2-year transplant-related mortality
(TRM) were 7% and 15%, respectively, (100-day TRM MRD vs.
MUD 6% vs. 8%, pns; 2-year MRD vs. MUD 13% vs. 16%,
pns). The cumulative incidence of acute (grade II-IV) GVHD
(ﬁrst 100 days) was 28% (MRD vs. MUD 12% vs. 39%, p0.04).
The cumulative incidence of chronic GVHD at any time was 74%
(MRD vs. MUD 57% vs. 89%, p0.003). Fourteen pts (24%)
received a total of 25 (range 1-5) donor leukocyte infusions (DLIs)
for disease progression/relapse (PD). Five of them (35%) received
chemotherapy as well, and nine (64%) developed acute GVHD
after the DLI. Thirty-six patients (62%) are alive (23 in remission)
with a median follow-up of 24 months (4-78). The f/up is 23
months (4-53) for alive pts always in remission. Twenty-two pa-
tients (38%) expired, and relapse-related mortality was 24%. Pro-
jected 2-year overall (OS) and progression-free (PFS) survival are
64% (49-76) and 32% (20-45), with 2-year projected PD at 55%
(43-70). There was no statistically signiﬁcant difference between
MRD and MUD transplants with regard to OS (p0.1), PFS
(p0.9) and PD (p0.8). There was a trend for the response status
prior to allo-SCT (complete response, complete response unde-
ﬁned vs. all others) to favorably impact PFS (p0.07) and PD
(p0.049), but not OS (p0.4). Partial responders and patients
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